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Å"The monophyly of the Neotropical entimine weevil genus Exophthalmus 
Schoenherr, 1823 (Curculionidae: Entiminae: Eustylini Lacordaire) is reassessed." 

 
Å[Χ] "The present study scrutinizes these traditional perspectives, based on a cladistic 

analysis of 143 adult morphological characters and 90 species, representing 30 
genera and seven tribes of Neotropical entimine weevils." 
 

ÅThe character matrix yielded eight most-parsimonious cladograms (length = 239 
steps; consistency index = 66; retention index = 91), with mixed clade support that 
remains particularly wanting for some of the deeper in-group divergences."   

From the abstract: 



(A) E. agrestis (Boheman); (B) E. consobrinus (Marshall); (C) E. hieroglyphicus Chevrolat 
 

(D) E. impressus (Fabricius); (E) E. nicaraguensis Bovie; (F) E. quadrivittatus (Olivier) 
 

(G) E. quinquedecimpunctatus (Olivier); (H) E. roseipes (Chevrolat); (I) E. sulcicrus Champion 
 

(J) E. triangulifer Champion; (K) E. verecundus (Chevrolat); (L) E. vittatus (Linnaeus) 



Fig. 2. Preferred cladogram & 
            character state optimizations 



Dissecting the process  ς  motivating themes 

"Cladists may use the congruence test to iteratively refine assessments of homology, 
 

  and thereby increase the odds of reliable phylogenetic inference under parsimony.  
 

This explanation challenges alternative views which tend to ignore the effects of  
 

  parsimony on the process of character individuation in systematics." 

Franz. 2005. Outline of an explanatory account of cladistic practice. Biol. Phil. 20: 489ς515. 
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"The identification of the valid scope for character statements cannot be a matter    

  of mere ostension, or rigid designation, but must be a matter of scientific theory  

  construction. Scope expansion of character statements can result in a situation  

  where purportedly similar structures, apparently denoted by the same name  

  (proper name or kind name), are in fact not the same. The nonhomology of such  

  characters may be revealed through morphological complexity at the comparative  

  level, by tree topology at the analytical level, or both."  

Rieppel. 2007. The performance of morphological characters in broad-scale phylogenetic analyses. Biol. J. Linn. Soc. 92: 297ς308. 

Dissecting the process  ς  motivating themes 



Sneak preview:  60 matrices, 8 stages ς tracking the analysis 



Legacy character assembly 



Source: Lacordaire. 1863. Histoire naturelle des insectes, Vol. 6. Paris: Roret. 

�Ÿ  Lacordaire (1863)  ς  typically a 1-3  
 

      character system for tribes/genera. 

Stage 1:  legacy character assembly 


